process, particularly when related to age, still remain obscure (Booth 1990) . When generalizing to vertebrates, but with a potential application to M. americana as well, Booth (1990) argued that if the synthesis of pigments ceases at a certain age, the posterior growth and allometry may affect the subsequent color pattern because OCCs associated with maturation are controlled by hormones that influence the reproductive phase of individuals. Booth (1990) argued that if the synthesis of pigments ceases at a certain age, the posterior growth and allometry may affect the subsequent color pattern because OCCs associated with maturation are controlled by hormones that influence the reproductive phase of individuals. Booth (1990) also recognized other intraspecific issues because color changes between juveniles and adults can prevent aggression between conspecifics, allowing adults to recognize pre-reproductive members and distinguish them from sexual competitors. The existence of distinct coloration between juveniles that are not reproductively active and adults is favorable to avoid unnecessary energy expenditures and undue copulations.
In general, cryptic species differentiate themselves by non-visual mating signals and/or appear to be under selection that promotes morphological stasis (Bickford et al. 2006) . Nevertheless ecological conditions (e.g., coexistence, competition for niches, reproduction, similar activity periods and predation avoidance) may sometimes impose morphological stabilizing selection only in specific age/sex classes, diminishing changes in external favorable morphological traits that otherwise would accompany speciation, despite of character displacement imposed by sexual selection; this represents a plausible explanation for the crypsis shown by females and young and subadult males of M. americana and adults of both sexes of M. iheringi. If morphological changes do not occur concurrently with cladogenesis, and many species are defined by morphological characters, morphological convergence could hamper our comprehension on diversification and speciation processes (Lefébure et al. 2006) . Consequently, it is reasonably to argue that the number of biological species is most likely greater than the current count of nominal species and that survey lists and the current known geographical distribution of species are also underestimated as well, due solely to crypsis among closely related species.
Taxon sampling. The unusual trap success of striped Monodelphis from a single locality in this study can be explained by the use of pitfall traps; these terrestrial three-striped opossums are common but rarely collected without this type of trap (Pardini & Umetsu 2006) . In support of this evidence, of the 70 trapped specimens (52 collected and 18 ear-tagged and later released) sampled in this study, 92.85% were captured in pitfalls and 7.15% in live traps. There was a sample-size discrepancy between M. americana and M. iheringi in the sampling: 65 exemplars of the former and five of the latter were captured.
Monodelphis iheringi is a rare animal (Rossi & Bianconi 2011) , with few specimens deposited in mammal collections, which explains the virtual absence of information about this taxon in the literature. Because the amount of traps and time of monthly capture over the year were consistent, we can speculate that there is a peculiarity in the life history of M. iheringi that makes it more or less susceptible to the capture by the methods utilized in this study. It is also possible that the populations are naturally maintained in lower relative abundance than those of M. americana. In both cases, these results indicate that M. iheringi should be further investigated in relation to these aspects.
Finally, we expect that the information contained in this study will significantly contribute to the knowledge on the systematics, morphological and molecular diversity of three-striped short-tailed opossums. Moreover, we emphasize that although extremely important, the morphological traits conventionally used to distinguish Monodelphis species are still poorly understood, particularly when considering the scarcity of large series that encompass various sex and age classes in collections. This fact highlights the relevance of molecular analysis to help identify groups for which the taxonomy and systematics are not yet well understood.
